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Employment History:

Head of Laboratory and Clinical Scientist 
Synnovis at King’s College Hospital, Molecular Pathology, London, SE5
9RT
August 2014 - present
Oversight of the provision of molecular pathology and
haemoglobinopathy genomics testing service:
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Management of a diverse team of fourteen technicians, scientists and
bioinformaticians.
Implementing change and improvements to enhance service delivery.
Communicating with key stakeholders at all levels to advocate for the service
through a range of media, including: talks, presentations, meetings, workshops and
reports.
Analysis, interpretation and reporting of genetic test results to meet Key
Performance Indicators and turnaround time targets.
Development and implementation of new diagnostic tests including establishing
protocols to ensure quality, accuracy and safety.
Deputising for Head of Department (Molecular Pathology).
Recruitment and training of new staff and continuing professional development for
all staff.
Troubleshooting laboratory and staffing issues in a high-pressure environment
Maintaining laboratory quality management systems to exacting standards
Operational laboratory lead for the 100,000 genomes project delivery at King’s
College Hospital

Clinical Scientist
Institute of Cancer Research, Translational Genomics Laboratory, 15 Cotswold
Rd, Sutton,
London, Surrey SM2 5NG
January 2013-August 2014
Establishment of an ISO accredited diagnostic laboratory for provision of NGS
based testing for inherited cancer syndromes

Design, validation and implementation of all diagnostic tests, including
authorisation of reports
Joint Quality Manager - establishing and maintaining a quality
management system fulfilling the ISO15189 standards
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Pre-registration Clinical Scientist
GSTS Pathology, The DNA Laboratory, Guy&#39;s Hospital, London, SE1 9RT
October 2011 to December 2012
Providing high quality molecular genetics testing service to clinicians:

Receipt of samples
Allocation of testing required based on the referral information
Liaising with technical staff carrying out the laboratory work
Analysis of results using various molecular genetics software; both windows and
linux based
Quality control of data
Interpretation and reporting of results
Responsible for the Cystic Fibrosis and Glycogen Storage Disease testing service.

Trainee Clinical Scientist
GSTS Pathology, The DNA Laboratory, Guy&#39;s Hospital, London, SE1 9RT
October 2008 - October 2011
Undertake clinical scientist training in molecular genetics and gain the
knowledge, skills and experience required to practise as a clinical scientist

Working for a period of time on each of the core diseases, which spanned
a variety of inheritance patterns, disease mechanisms, mutation types,
molecular testing, and referral rates. During my time working on each
disease, I undertook extensive study on that particular topic, and also ran
that testing service to learn the referral types, testing involved, and
analysis and reporting of results.
Undertake an extended research project focused on application of next
generation sequencing to the molecular diagnosis of Glycogen Storage
Diseases
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Advanced Research Assistant
The Wellcome Trust Sanger Institute, Genome Campus, Hinxton, Cambridgeshire, CB10
1SA
September 2005 - September 2008
Supervising a small team of technicians producing various types of sequencing libraries
for Illumina, 454, and Solid sequencers; including standard paired end, mate pair, small
RNA, and mRNA libraries

Trouble shooting, allocation of workload, training staff in new techniques, and had a
general responsibility for the quality of libraries produced by the whole team
Development of new procedures and pipelines for sample preparation and
sequencing during the transfer from Sanger sequencing to new technologies.
Producing specialist subclone sequencing libraries, such as short insert and
transposon insertion libraries, YAC and BAC libraries, and fosmid libraries
Working with the sequencing finishing teams on gap closure PCR
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